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ABSTRACT
Introduction
Uterine Cervical Cancer (CC) is the leading cancer among women in Tanzania and the leading cause of cancer deaths among women. Some CC patients have persistent tumors even after treatment. This research postulated that one factor leading to poor treatment outcome in CC treatment could be high expression of the Excision Repair Cross-Complementation group 1 (ERCC1) protein which leads to platinum chemotherapy resistance and poor treatment response with short progression free survival (PFs) and overall survival (OS).
Methodology
This analytical cross-sectional study was conducted at Ocean Road Cancer Institute in Dar es Salaam, Tanzania. The study population was patients with CC who were diagnosed and received treatment at ORCI. The independent variables of age, histology, stage of disease, HIV status, treatment modality and their associations with ERCC1 expression and treatment response were considered.
Immunohistochemistry (IHC) tests were performed on CC histology samples using ERRC1 monoclonal Antibody (8F1). After analysis, prevalence was expressed using percentages and patient characteristics using Chi Square test for association and odds ratio. Clinical and socio-demographic details were gathered from patient’s files and online from the health information management system used at ORCI. 

Results
The prevalence of high ERCC1 expression was 43.8%, with a multivariate analysis revealing an association between the age group of 51-60 years and high ERCC1 expression (p=0.029). The HIV prevalence was 25% but there was no association with ERCC1 expression. There was no association between FIGO stage of CC, histology or treatment response and ERCC1 status.
Conclusion
The prevalence of high ERCC1 expression was 43.8% and there was an association between the ages of 51-60 and high ERCC1 expression. Despite these two findings, there was no association between high ERCC1 or age and treatment response. The significant proportion of high ERCC1 expression among CC patients may negatively be affecting treatment outcome but this needs further research to be quantified. 
Recommendations 
· Other studies with much bigger sample sizes looking at OS, PFS and DFS need to be done to assess the impact of high ERCC1 expression on CC treatment locally and even regionally.

